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LOCUS AP003592 777 bp DNA linear BCT 28-NOV-2001 

DEFINITION Nostoc sp . PCC 7120 DNA, complete genome, section 12/19. 
ACCESSION AP003592 REGION: 88886.. 89662 
VERSION AP003592.1 GI: 17132210 

KEYWORDS 

SOURCE Nostoc sp. PCC 7120 

ORGANISM Nostoc sp. PCC 7120 

Bacteria; Cyanobacteria ; Nostocales; Nostocaceae; Nostoc. 
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REFERENCE 2 (bases 1 to 777) 
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TITLE Direct Submission 
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COMMENT [WARNING) On Nov 5, 2004 this sequence was replaced by a newer 

version gi: 47118302. 
FEATURES Location/Qualifiers 
source l . .777 

/organism= "Nostoc sp. PCC 7120" 
/mol_type= "genomic DNA" 
/db_xref="taxon: 103690" 
/note=" synonym: Anabaena sp, PCC7120" 
gene 1 . , 777 

/gene="alr3189" 
CDS 1..777 

/gene="alr3189" 

/not e= " ORF_I D : al r 3 1 8 9 " 

/codon_start=l 

/transl_table=ll 

/product = " beta - carotene ketolase " 
/protein_id="BAB74888 . 1" 
/db_xref="GI : 17132284" 

/translation="MVQCQPSSLHSEKLVLLSSTIRDDKNINKGIFIACFILFLWAIS 
LILLLSIDTSIIHKSLLGIAMLWQTFLYTGLFITAHDAMHGWYPKNPRINNFIGKLT 
LILYGLLPYKDLLKKHWLHHGHPGTDLDPDYYNGHPQNFFLWYLHFMKSYWRWTQIFG 
LVMI FHGLKNLVHI PENNLI I FWMI PS I LSSVQLFYFGTFLPHKKLEGGYTNPHCARS 
IPLPLFWSFVTCYHFGYHKEHHEYPQLPWWKLPEAHKISL" 

ORIGIN 

1 atggttcagt gtcaaccatc atctctgcat tcagaaaaac tggtgttatt gtcatcgaca 
61 atcagagatg ataaaaatat taataagggt atatttattg cctgctttat cttattttta 
121 tgggcaatta gtttaatctt attactctca atagatacat ccataattca taagagctta 
181 ttaggtatag ccatgctttg gcagaccttc ttatatacag gtttatttat tactgctcat 
241 gatgccatgc acggcgtagt ttatcccaaa aatcccagaa taaataattt tataggtaag 
301 ctcactctaa tcttgtatgg actactccct tataaagatt tattgaaaaa acattggtta 
361 caccacggac atcctggtac tgatttagac cctgattatt acaatggtca tccccaaaac 
421 ttctttcttt ggtatctaca ttttatgaag tcttattggc gatggacgca aattttcgga 
481 ttagtgatga tttttcatgg acttaaaaat ctggtgcata taccagaaaa taatttaatt 
541 atattttgga tgataccttc tattttaagt tcagtacaac tattttattt tggtacattt 
601 ttgcctcata aaaagctaga aggtggttat actaaccccc attgtgcgcg cagtatccca 
661 ttacctcttt tttggtcttt tgttacttgt tatcacttcg gctaccacaa ggaacatcac 
721 gaataccctc aacttccttg gtggaaatta cctgaagctc acaaaatatc tttataa 
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